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ARATTCAGGATAACTCTCCTGAGGGETGAGCCAAGCCCTGCCATGTAGTGCACGCAGGAC
ATCAACAAACACAGATAACAGGAAATGATCCATTCCCTRTGRTCACTTATTCTAAAGGCC

CCAACCTTCAAAGTTCAAGTAGTGATATGGATGACTCCAéAGAAAGGGAéCAGTCACGCé
M DDSTEREN QSR RL

TTACTTCTTGCCTTAAGAAAAGAGAAGAAATGAAACTGAAGGAGTGTGT%TCCATCCTCé
T SCLKKREEMKLIKETCVSTILTE®P
: | | CD-I

CACGGAAGGAAAGCCCCTCTETCCGATCCTCCAMGACGRAMAGCTGCTAGCTGCAACCT
RKESPSVRSSKDGEGKLLAATL
CD-1

TGCTGCTGGCACTGCTRTCTTGCTACCTCACGGTEGTETCTTTCTACCAGGTGECCGCCE
L LALLSCCLTVVSFEYQVAR .L

TECAAGGGGACCTGGCCAGCCTCCAGECAGAGCTGCAGBRCCACCACGCEGAGAAGCTEE
Q GDLASLRAELGO QGHTHATETKTL.FP
CD-11 '

CAGCAGGAGCAGGAGCCCCCAAGGCCGGCCTGGAGGAAGCTCCAGCTGTCACCGCGGGAC
AGAGAPKAGLTETEAPAVT.AGIL
CD-III
#

TGAAMATCTTTGAACCACCAGCTCCAGGAGAAGGCAACTCCAGTCAGAACAGCAGAAATA
K1 FEPPAPGEGNSSQNST RNK

AGCGTGCCETTCAGGGTCCAGAAGAAACAGTCACTCAAGACTGCTTGCAACTGATTGCAG
RAVQGPETETVTQDCLOQLTIALD

CD-1V
FIG.TA
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Neutrokine-o

ACAGTGAAACACCAACTATACAAAAAGGATCTTACACATTTGTTCCATGACTTCTCAGET
SETPTIQKGSVYTFVPUWLLSF
CD-V

TTAAAAGGGGAAGTGCCCTAGAAGAAAAAGAGAATAAAATATTGGTCAAAGAAACTGGT%
KRGS AL EEKENKTILVKETSG.Y
CD-V CD-VI

ACTTTTTTATATATGGTCAGGTTTTATATACTGATAAGACCTACGCCATGGGACATCTAA
FFIVYGQUVLYTDKTYAMGH.L.TI
CD-VI CD-VII

TTCAGAGGAAGAAGGTCCATGTCTTTGAGRATGAATTGAGTCTGGTGACTTTGTTTCGAT

Q R K KVHVFGDELSLVTILFRTC
CD-VII CD-VIII
. : # : : :
GTATTCAAAATATGCCTGAAACACTACCCAATAATTCCTGCTATTCAGCTGGCATTGCAA
I Q NMPETTLPNNSCYSAGTIAHK
CD-VIII CD-IX

AACTGGAAGAAGGAGATGAACTCCAACTTéCAATACCAAGAGAAAATGCACAAATATCAé
L E E GDE L QL ATIPRENAQTISIL
CD-X '

TGGATGGAGATGTCACATTTTTTGGTACATTGAMCTGCTGTGACCTACTTACACCATGT
DGDVTIFFGALGKLL
CD-XI

CTGTAGCTAiIIlCCTCCC%TTCTCTGTAéCTCTAAGAAéAAAGAATCTAACTGAAAATA

CCAAMAAAMMAAMAAAAAAA 1100
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1 50
......... A GGNTAACTCT CCTGAGGGGT GAGCCAAGCC CTGCCATGTA
.. .AAATTCA GGATAACTCT CCTGAGGGGT GAGCCAAGCC CTGCCATGTA
.AATTCGGCA NAGNAAACTG GTTACTTTTT TATATATGGT CAGGTTTTAT
AATTCGGCAC GAGCAAGGCC GGCCTGGAGG AAGCTCCAGC TGTCACCGCG

51 - 100
GTGCACGCAG GACATCANCA A..ACACANN NNNCAGGAAA TAATCCATTC
GTGCACGCAG GACATCAACA A..ACACAGA TAACAGGAAA TGATCCATTC
ATACTGATAA GACCTACGCC ATGGGACATC TAGTTCAGAG GAAGAAGGTC
GGACTGAAAA TCTTTGAACC ACCAGCTCCA GGAGAAGGCA ACTCCAGTCA

101 150
CCTGTGGTCA CTTATTCTAA AGGCCCCAAC CTTCAAAGTT CAAGTAGTGA
CCTGTGGTCA CTTATTCTAA AGGCCCCAAC CTTCAAAGTT CAAGTAGTGA
CATGTCTTTG GGGATGAATT GAGTCTGGTG ACTTTGTTTC GATGTATTCA
GAACAGCAGA AATAAGCGTG CCGTTCAGGG TCCAGAAGAA ACAGTCACTC

151 200
TATGGATGAC TCCACAGAAA ‘GGGAGCAGTC ACGCCTTACT TCTTGCCTTA
TATGGATGAC TCCACAGAAA GGGAGCAGTC ACGCCTTACT TCTTGCCTTA
AAATATGCCT GAAACACTAC CCAATAATTC  CTGCTATTCA GCTGGCATTG
AAGACTGCTT GCAACTGNTT GCAGACAGTG AAACACCAAC TATACAAAAA

201 250
AGAAAAGAGA AGAAATGAAA CTGNAAGGAG TGTGTTTCCA TCCTCCCACG
AGAAAAGAGA AGAAATGAAA CT.GAAGGAG TGTGTTTCCA TCCTCCCACG
CAAAACTGGN AGGAAGGA.. ... GATGAAC TCCAACTTGC AATACCAGGG
GGCTCCCTTC TGNTGCCACA TTTGGGCCAA GGAATGGAGA GATTTCTTCG

251 300
GAAGGAAAGC CCCTCTNTCC GATCCTCCAA AGACGGAAAG CTGCTGGCTG
GAAGGAAAGC CCCTCTGTCC GATCCTCCAA AGACGGAAAG CTGCTGGCTG
GAAAATGCAC AATTATCACT GGGATGGAGA TGTTCACATT TTTTGGGTGC
TCTGGAAACA TTTTGCCAAA CTCTTCAGAT ACTCTTTNCT CTCTGGGAAT

301 350
CAACCTTGNT GNTGGCATTG TGTTCTTGCT GNCTCAAGGT GGTGTTNTT.
CAACCTTGCT GCTGGCACTG CTGTCTTGCT GCCTCACGGT GGTGTCTTTC
CATTGAAACT GCTGTGACCT NCTTACANCA NGTGCTGTTN GCTATTTINC
CAAAGGAAAA TCTCTACTTA GATTNACACA TTTGTTCCCA TGGGTNTCTT

--------------------------------------------------

TACCAGGTGG CCGCCCTGCA AGGGGACCTG GCCAGCCTCC GGGCAGAGCT
CTNCCTNTTC TNTGGTAACC TCTTAGGAAG- GAAGGATTCT TAACTGGGAA
AAGTTTTAAA AGGGGAGTGC CCTTAGGAGG AAAAGGGGAT AAATATTGGC

FIG.4A
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..................................................

GCAGGGCCAC CACGCGGAGA AGCTGCCAGC AGGAGCAGGA GCCCCCAAGG
ATAACCCAAA AAAANNTTAA ANGGGTANGN GNNANANGNG GGGNNGTTNN
CAAGGNACTG GTTANTTTNT AAATATGGTC AGGTTTNTAT ANCTGGTAGG

--------------------------------------------------

CCGGCCTGGA GGAAGCTCCA GCTGTCACCG CGGGACTGAA AATCTTTGAA
CNNGNNGNNT TTTNGGNNTA TNTTNTNNTN GGGNNNNGTA AAAATGGGGC
CCTCGCCATG GGCATTNATT CANGGNGAGG NCNNTCTTTT GGGNTGA. ..

..................................................

CCACCAGCTC CAGGAGAAGG CAACTCCAGT CAGAACAGCA GAAATAAGCG
CNANGGGGGN TTTTT..... ..o e e
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Neutrokine-aSV

1 ATGGATGACTCCACAGAAAGGGAGCAGTCACGCCTTACTTCTTECCTTAAGAAAAGAGAA
1 MDDSTERTE QSRLTSCLGEKTEKT RE

61 GAAATGAAACTGAAGGAGTGTGTTTCCATCCTCCCACGGAAGGAAAGCCCCTCTGTCCGA
21 EM KLKECVSTILPRKESTPSUVR
CD-1

121 TCCTCCAAAGACGGAAAGCTECTGECTGCAACCTTGCTGCTGGCACTECTGTCTTECTGE
41 S S KDGKLLAATLLLALLSTCE.C
CD-1T

181 CTCACGGTGGTGTCTTTCTACCAGGTEACCGCCCTGCAAGGREACCTGECCAGCCTCCGE
6l LT VVSFYOQUVAALGOGGDLASLR
- CD-11

201 GCAGAGCTGCAGGECCACCACGCEGAGAAGCTGCCAGCAGGAGCAGGAGCCCCCAAGGEE
81 AELQGHHAEGEKLTPAGAGALTEPKA
D11 | CD-I11

301 GGCCTGGAGGAAGCTCCAGCTGTCACCGCGGGACTGAAAATCTTTGAACCACCAGCTCCA
101 . L EEAPAVTAGLIEKTITFETPFPATP
CD-III
#

361 GGAGAAGGCAACTCCAGTCAGAACAGCAGAAATAAGCGTGCCGTTCAGGGTCCAGAAGAA
121 6 EGNSSQNSRNEKRAVGOQGEPEETE

421 ACAGGATCT%ACACATTTG%TCCATGGCTTCTCAGCTTTAAAAGGGGAAéTGCCCTAGAA
41 1T 6SYTF VP WLILESFKRGSATLE
CD-1IV

481 GAAAAAGAGAATAAAATAT%GGTCAAAGAAACTGGTTACiIIIIIATATATGGTCAGGT%
161 E K EN K I L VKETGYFFTIYGAQUV
CD-IV - CD-V

541 TTATATACTGATAAGACCTACGCCATGEGACATCTAATTCAGAGGAAGAAGGTCCATGTC
81 LY T DKTVYAMGHLTIOQRLKSLKLVYH.YV
CD-VI CD-VII

FIG.5A
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201

Neutrokine-oSV

TTTGGGGATGAATTGAGTCTGETGACTTTGTTTCGATGTATT CAAATATGCCTGAAACA

F GDELSLVTLEFRCIUOQNMEPET

CD-VIII CD-VIII

661
221

721
241

781
261

841

901

CTACCCAATAATTCCTGCTATTCAGCTGGCATTGCAAAACTGGAAGAAGéAGATGAACTé
L P NNSCVYSAGTIAKTVLETESGDETL
CD-IX CD-X

CAACTTGCAATACCAAGAGAAAATGCACAAATATCACTGGATGRAGATGTCACATTTTTT
Q LAIPRENAROQTISLDGDVTIEFF

CD-X g CD-XI

GGTGCATTGAAACTGCTGTGACCTACTTACACCATGTCTGTAGCTATTTTCCTCCCTTTE
GALKL.L
CD-XI

TCTGTACCTéTAAGAAGAAAGAATCTAACTGAAAATACCAAAAAAAAAAAAAAAAAAAAA

AAA 903
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